% gene pairs

Gene families

Expansion/Contraction

Poaceae/Orininae

Poaceae/Tripogoninae

Poaceae/Eragrostidinae

Poaceae/Panicoideae

Poaceae/Pooideae

Bromeliaceae

Musaceae

Orchidaceae

Brassicaceae

9.73

— 18.19

20.86

10.33

46.88

97.6

—1160.28

134.03

26.19

9.23

37.95

13.20

28.68

20.78

— 18.87

28.68

42.59

112.06

Jurassic

030

= (OkoA - CsoA
=== (QkoB - CsoB
|
I
----- Oko — Cso
|
1~
II| = (koA - CsoB
= (QOkoB — CsoA
0.0

E

Neogene

Orinus kokonorica B
+549 / -6556
Cleistogenes songorica B
+1350 /-1491
Orinus kokonorica 4
+495 / -6400
Cleistogenes songorica A
+1234 /-1645

petium thomaeum
+764 /-8577
Eragrostis tef B
1969 /-1435
Eragrostis tefA
+1185 /-1295
Sorghum bicolor
+1054 /-1141
Zea mays
+3962 /-2329
Digitaria exilis
+1063 /-5123
Panicum hallii
+746 / -1609
Setaria italica
+1141 /-1430
Brachypodium distachyon
+983 /-1906
Hordeum vulgare
+2372 /-2880
Oryza sativa
+947 /-4165
Ananas comosus
+1360 /-14851
Musa acuminata
+4872 / -14460
Phalaenopsis equestris
+849 /-17149
Arabidopsis thaliana
+2091 /-16156

|
25 0 Million years ago (Ma)

WGD/segental
[ 23240

Tandem
1993

Singleton
10015

Dispersed
10873

Proximal
2477

programmed cell death
involved in cell development

xyloglucan biosynthetic process -
xyloglucan metabolic process -
cellular response to oxygen levels -
response to copper ion -

olefin metabolic process -

indole—containing compound _
biosynthetic process

hemicellulose metabolic process -
steroid metabolic process -
leaf senescence -

plant organ senescence -

biological process involved |
in symbiotic interaction

aging -

cell death -

defense response - .

—log10(p.adjust)
3.0
2.5

2.0




